Tab. S1: Stability of the model Cys-and Lys-heptapeptides A) Some batches of acetonitrile have a negative impact on Cys-peptide stability. Hence, stability of Cysteine peptide was assessed at 0 h and after 24 h and 48 h of incubation. Triplicate samples were analyzed by HPLC-UV, retention time (min, minutes) and measured peak areas (AU, Approximate Units) are shown in the table. Concentration of each sample was calculated from peak areas using standard calibration curve equation number 1 (Supplementary Fig. S2D ). Note that the calibration curve samples and peptide stability samples were made at the same time and calibration curve samples were analyzed after 24 ± 2 h at 25 ± 2.5°C. Calculated Standard Deviation (SD) and Relative Coefficient of Variance (RCV) values for nine reference controls are shown below. As per OECD guidelines, acetonitrile batches with < 15% RCV were used for further experiments. B) Additionally, stability of Lys-peptide was analyzed for 24 h, as indicated. Acetonitrile batches with < 11.6% RCV were used for further analysis. S1A S1B
Tab. S2: Generation of standard calibration curves for model peptides A) Standards were prepared in a solution of 20% acetonitrile: phosphate buffer (Cys-peptide) and/or ammonium acetate buffer (Lyspeptide). Standards of the stock solutions covering the range from 0.534 mM -0.0167 mM were prepared by serial dilution. 10 ml of dilution buffer was prepared by mixing 8 ml of buffer (pH 7.5 phosphate buffer for Cys-peptide, pH 10.2 ammonium acetate buffer for Lys-peptide) with 2 ml of acetonitrile. The detailed preparation scheme of the standards is described below. B,C) 5 µl of each standard was injected and analyzed by HPLC, using a fixed wavelength detector at 220 nm. Peak areas were obtained by appropriate integration and plotted against Cys-peptide (S2B) and 
